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ZnSAUR  NKIRDIVRLAOLLKKHKKLATYTPSA
SAUR_A TGIKOIYRLKEILOKHOTYTIGSKSD
SAUR_B TGIROIYRLKEILOKHQTYTIGPKSE
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BoSRK  KLNHNERFDITHGYARGLL
AT1G56145 OQLGHSORFEICLGYAKGLA
AT5G01890 CLTHRARFSIILGIARGLA
AT5G10520 CLEHKIRYKYALGIADGLS
AT5G24080 LLDHRTRFEIAYATAQGIA
AT2G39660 PLPHFLRYNYALDAAKGLA
AT2G02800 PLTHAIRMKYALGAAKGLT
AT16G14370 PLTHAIRHMKYAYGAAKGLT
AT1674490 VILSHSLRHKYAIGAARGLC
AT3G28450 ELDHSTRFRIGLGAARGLA
AT1G68400 PLDHTTRLKIAAGAARGLA
AT2G26730 PLDHDNRHMRIALITAARGLA
AT5G49760 RLDHTRRLKIALGSGKGLA
AT16G27190 VLDHPTRRAIGYGAAKGLA
AT2G48010 QLAHPLRORIALGHARGLA
AT3G02880 PLNHETRAGIALGAARALS
AT5G56040 GADHEARYDYYLGYAHALA
Consensus ,L.H,.R,.!alg.A.gla
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NLCBK2 KAALRALSKTLTYDELFYL
AtCaMK3  RKAALHMALSKTLTTDELLYL
NtCBK1  KRAALKALSKALTEEELIYL
AtCRK1 LRKSALAALAKTLTYPOL
ALtCDPK6  KKHALKYIAENLSEEEIIGL
ALCDPK30  KKKALRVIAEHLSIQEVEYI
Consensus ,kk.AL.alak,Lt,.#1,.1




